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(57) Abstract: A method for quan- 
titative evaluation of a rearrangement 
or targeted genetic recombination 
of an individual and the immunity 
repertoire of an individual and the 
uses thereof, particularly in the case 
of follow-up to a treatment or in 
the diagnosis and/or prognosis of 
certain pathologies. Said method 
comprises at least: (a) extraction 
of human genomic DNA from a 
biological sample, (b) amplification 
of a segment of said genomic DNA, 
the size thereof ranging from a few 
hundreds of base pairs and several 
quantities of ten kb by multiplex PCR 
in the presence of: one or several 
couples of primers, and polymerase 
DNA or a polymerase DNA mixture 
enabling the amplification of 
segments of genomic DNA, the 
size thereof ranging from several 
hundreds of base pairs and several 
quantities of ten kb, having a 
corrective effect enabling elongation 
to be substantially improved, said 
amplification also comprising a stage 

. . . of initial denaturation, cycles of 

^ n o^o , o 0 ^ , hybndatlon 31x6 elongation and wherein the elongation stages are carried out at least during a period of 10 minutes at 
08 C-72 C; (c) separation of the amplified DNAg fragments and (d) detection of the rearranged or recombined segments. 
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(57) Abrege : Proc6d6 devaluation quantitative d'un rearrangement ou d'une recombinaison g£n6tique ciblee d'un individu et no- 
tamment du repertoire immunitaire d'un individu et ses applications, notamment dans le suivi d'un traitement ou dans le diagnostic 
et/ou le pronostic de certaines pathologies. Ledit proc&te comprend au moins : (a) rextraction de l'ADN g6nomique humain, a partir 
d'un echanullon biologique, (b) l'amplification d'un segment dudit ADN genomique, de taille comprise entre quelques centaines de 
paires de bases et plusieurs dizaines de kb, par PCR multiplex, en presence : d'un ou plusieurs couples d'amorces, et d'une ADN 
polymerase ou d'un melange d'ADN polymerases permettant l'amplification de segments d'ADN genomique de taille comprise entre 
quelques centaines de paires de bases et plusieurs dizaines de kb et ayant une activity de correction permettant d'ameliorer sensi- 
blement l'61ongation ; ladite amplification comprenant outre l'6tape de denaturation initiale, des cycles des cycles de ctenaturation, 
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